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TICAM1 rs22921510 Genotyped & UAllelesf ADAR1 rs2229857 M Genotype# & UAlleles B
Control## SSPE# PiE Control3# SSPE# P&
Genotype$fi & Genotypefi
CcC 19 (38%) 13 (33%) AA 26 (53%) 20 (50%)
CT 20 (40%) 16 (40%) AG 19 (39%) 20 (50%)
T 11 (22%) 11 (28%) GG 4 (8%) 0 (0%)
Total 50 40 0.79 Total 49 40 0.73
Alleles & Allele$8
c 58 (58%) 42 (53%) A 71 (72%) 60 (75%)
T 42 (42%) 38 (48%) G 27 (28%) 20 (25%)
0.46 0.70

CD209 rs7352390 Genotype# L U Allelesd B

Control# SSPE# Pi&

Genotype#fi &

AA 39 (78%) 29 (73%)

AG 9(18%) 10 (25%)

GG 2 (4%) 1 (3%)

Total 50 40 0.69
Allele§ &

A 87 (87%) 68 (85%)

G 13 (13%) 12 (15%)

0.70
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