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Late-Breaker Session (;&) COVID-19 (&%) LBO-022 | 10501 |#3EICHWTCOVID-19BEDABTERNBENE S & FHTE v —H—I2 OV TORE

Late-Breaker Session (Fi&)  IREZEALAE LBO-008| 10502 |@&hE DRMEMEREMA LY HBEINZABEICHT 2 8BREERBZMEICET 2145 (2018~20204)
Late-Breaker Session ([;&) COVID-19 (2#) LB0O-023| 10503 |COVID-19IZB8&E LTHIE L 7=)IlIEmED 14

Late-Breaker Session (KZ&—) MRSA LBP-014 | 10504 |USA300 clonehi&H & h 7= R EIMRSARREIE O FRIESF)

Late-Breaker Session (i#)  RAHafsR LBO-013| 10505 |H#A&D b OEBEEECESIGNDRERERFICET2 77— FAE

Late-Breaker Session (KX&—) PK/PD - TDM LBP-010| 10506 |/N>axA > TDMBRIDHAEZER

Late-Breaker Session (KRR & —) & - BEIEIRSAE LBP-007 | 10507 |Salmonella O9%fiC & 2 [GIERMEE ICLREETHEA Z AHF L 7216

Late-Breaker Session (#2%—) FEEOBERA - Antimicrobial Stewardship Program | LBP-013 | 10508 |ASTHERERHFIANIC L B2 AEBE AR E LABROREEROEIEFEHRYIE

Late-Breaker Session ((KX%&—) COVID-19 (2H#7) | LBP-017| 10509 |YUfcicH I 2HB a0 F VAL RBPEEDHICH T 2HREEERBEOHERMICO LT DR

Late-Breaker Session (&) COVID-19 (Z#&) LBO-024 | 10510 (B0 F T4 L REEEOEEC TR FICET 2 BERER A BNRET

Late-Breaker Session (KR & —) COVID-19 (2¥%) | LBP-020| 10511 |ZIRE™ EUIBIMTEICHA A IEE L /=COVID-19B3 4T 7 D —17F)

Late-Breaker Session (Q;&) COVID-19 (%) LBO-025| 10512 |L ATV ELOEMERICES 2 EHRER

Late-Breaker Session (&) COVID-19 (%) LBO-026 | 10513 |COVID-19/%>F 3 v 7#@ICH T BLINED#EE A A W mfRs iz D LY 4

Late-Breaker Session (I;&) COVID-19 (F&#xdsR) | LBO-030| 10514 |Hst7EE&inE~DCOVID-19R D& 1 @EY R — FEROEAMOLEREOHERL S
Late-Breaker Session (&) B RERAGIE LBO-011| 10515 |BATRRMBIMIZEHE L 1zSarocladium kiliense = & % B DI E 25 D EI1R 1

Late-Breaker Session (Ci#)  WEEOMIERA - Antimicrobial Stewardship Program [ LBO-014 | 10516 [ERF Uy « KYNI X LEAFIRTICH T2, ANEEBEARBHOARERE~OTZEDIRITE
Late-Breaker Session (&) COVID-19 (&%) LBO-027 | 10517 |COVID-190aEBREICEVWTEENT 2 BHOYRIFRZ AL T2 RFORENT H2R
Late-Breaker Session (3&) BB LBO-001| 10518 |BAIEDBARESYET V(A XREERKI)ICNT 27 7 —VHEERBRT Y P74 > > O
Late-Breaker Session (;&) COVID-19 (%) LBO-028 | 10519 [#ECOVID-19EBFHICNT B+ 77 ER Xy FEAFRSEOERME
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