
 
O-1 adiposity rebound age BMI

O-2 DOHaD Gage (AJCN 2011)

O-3 

O-4

O-5 13

O-6 LPS

O-7 C3H Ha-ras

O-8 

O-9 

O-10 

O-11
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O-3 
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O-4 
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O-5 
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O-6 

CAM
CAM

CAM
40 34-36 22 7-10

24

LPS CAM

20 Sprague-Dawley LPS0.1 g LPS L control
C 22 56

HE PAS Ng
Vg C L

6 24

C L Table.1
Ng C L Fig.1 Vg

C L C vs L:30 4.2 vs 48 5.7,mean SE, 10-5mm3,p
0.05 Fig.2 Fig.3 C L

Fig.4

Sheep LPS
(Sheep 147 121 LPS 128 ) LPS

Galinsky 2011 GFR
Baylis 2005 2009 NO

hormesis C L hormesis

LPS
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Table. 1 

Male Female

Control LPS Control LPS

Body
Weight,

g
290 14 308 11 214 6‡ 207 5‡

Kidney
Weight,

g
1.29 0.06 1.33 0.06 0.89 0.02‡ 0.92 0.04‡

Relative
Kidney
Weight,

g/kg

4.47 0.12 4.16 0.10 4.16 0.09 4.44 0.11

Control vs LPS 0.05 0.01
Male vs Female     † 0.05      ‡ 0.01 

Total glomerular number/kidney 

20000

40000

Male Female

60000

80000

Control LPS

Fig. 1 

100

200

300

400

Ng/BW 

Male Female

Control vs LPS 0.05 0.01
Male vs Female     † 0.05      ‡ 0.01 

Mean glomerular volume 

10

Male Female

Control LPS

Fig. 2 

20

30

40

50

( 10-5mm3)

†

Control vs LPS 0.05 0.01
Male vs Female     † 0.05      ‡ 0.01 

20

Male Female

Control LPS

Fig. 3 

40

60

80

Percentage of renal cortex 

Control vs LPS 0.05 0.01
Male vs Female     † 0.05      ‡ 0.01 

‡ †
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O-7 

20-30

C3H 10
C3H (F1) 74 1 5

Waalkes et al., 2003 F1 74
1

F1
74

Heme oxygenase 1 (HO-1)
L1 74

2
(Creld2, Slc25a) 2 (Fabp4, Ell3) 74

C3H Ha-ras
61 Ha-ras

Ha-ras

C3H 8 18 85 ppm
 (NaAsO2)

F1 74 RNA Affymetrix GeneChip
2

1.5 Ingenuity 
Pathway Analysis PCR F1

74 mRNA PCR Ha-ras F1
74-84 DNA Ha-ras 12, 13, 61

PCR

          C3H a)

(n=85) 35 (41%) 1.4 76 mm2

(n=85) 43 (51%) 1.7 92 mm2

       a) 74-84
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F1 74
Ingenuity Pathway Analysis

Lipid metabolism, Molecular transport, Small molecule biochemistry
Lipid metabolism

Fapb4, Scd, Acat2, Acly, Ppargc1a, Cyp4a11, Insig1, Lss, Tef, Cd36 10

SREBP1 (sterol regulatory element binding protein 1)
Gpat (glycerol-phosphate 

acyl-transferase) PCR Srebp1
Gpat

Ha-ras 61 F1 DNA Ha-ras
61 (CAA)

C A Ha-ras 61

Ha-ras 12, 13

C61A Ha-ras
C A G:C T:A 

DNA 8-oxo-2’-deoxyguanosine

Ha-ras Ha-ras
Ha-ras

ROS

Ha-ras

74

74

Ha-ras C61A
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O-8 
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O-9 

1) 1) 1) 2) 1) 

1)

2)

SHRSP

9% )
1% F1

(F2)
1

SHRSP
RAAS

AT2R

AT2R AT1R
2

SHRSP DNA

AT2R
DNA

SHRSP SHRSP 150-180g SHRSP 176
180-185mmHg 1 1

SHRSP 20% (Cont
) 9% (MPR ) 9% casein

F0 F1 MPR
F1 20% casein

F2 GPR F0 F1 20% 
SP

4 1
6 10 Cont MPR 1%
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12
37 Tail-Cuff 11

BCG 12
Total RNA DNA GeneChip® Rat Genome 

230 2.0 Array Affymetrix) GeneChip Operating Software 
(GCOS) Version 1.4 Affymetrix Micro Array Suite (MAS) version 5.0

DNA AT2R
PCR pGEM-T Easy Vector(Promega)

QUantification tool for Methylation Analysis(QUMA)

Cont MPR DNA
F1 F2

(RAAS) (KKS)
AT2R

AT2R -266 +73 4
-266 CpG MPR Cont

-62 CpG MPR Cont
1% MPR MPR

AT2R
RAAS AT2R

AT2R
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O-10
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O-11 
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