IAHE EEY ¥ H HLe AL £YNA'dOSS-¥Od ‘VIH : § —L—%

HACUBEMGRL AL L
QYUY HTEME "L QU OWHVNATEY ‘YR YCHYJNCFPORIIAMGSNAT I 2
ZLHERA—2 ) CLOBUNBEZWETZO2 WA URS/F Y WEZ ITRER -2 L £ £90d0
VVIH Rl 1 00X “URLAMS>NITRYZUMOC T LYWINFO00TLES T3 ORI (1
L HURLEMFLTTNUNALRRTR 2 SFHOLY - TEBAGLOTA% T 0sUEHLIEEY ¥ H
OTNEGVHRZL-OLOE FSHED) LT 92 €TUIUTNA ‘d V-VIHYY Y22 EE
#HY YNEMRZARYINAVIHYANBNL AL S OWEEEOY YH V2 HdOSS-4Dd
C¥3E

(MEHITH 8 HETH7k)

— &L APWEL YR e "~ LAWY h LY Ha

a¥BE4 HEHYE ERND ‘—HEEH X Mg
e LAV &£d0SS
G4d 9 V-VHAYN?EMZESYH (XELH)

G/1 €ON ‘8TOA DHW



186

MHC Vol.8, No.3

A PCR-SSOP method for typing of HLA-A, -B, and -DRB1 genes in Japanese population

Makoto Bannai'?, Koichi Kashiwase?, Yoshihide Ishikawa®, Tatsuya Akaza®, and Takeo Juji

b Japanese Red Cross Central Blood Center
 Japanese Red Cross Tokyo Metropolitan Blood Center

Summary

A PCR sequence-specific oligonucleotide probing (PCR-SSOP) method has been adopted for typing of HLA-
A, -B, and -DRB1 genes in the Japanese population. The method targets alleles observed at more than 0.1%
gene frequency in the Japanese population. Using 13, 24, and 17 probes for HLA-A, -B, and -DRB1 genes,
respectively, the method enabled us to discriminate HLA alleles or at least serological groups even in
heterozygous samples. We set the washing temperature for a total of 54 probes to a single temperature (550C).
Approximately one hundred known samples for all three HLLA genes could be typed correctly except one variant
sample for HLA-A. A PCR primer did not work efficiently for one of the hetrozygous alleles of the variant
sample because it has a sequence substitution in the target portion of the intron. The method could be improved
using mixed primers that also target the variant sequence. It is also possible to amplify DNA efficiently and type
HLA genes using blood samples on filter paper.
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